REMARKS 

Applicants thank the Examiner Maria Marvich and her supervisor for the 
courtesies they extended to their attorney in the interview held on March 13, 2003. 
During the interview the Examiner stated that adding the limitations of claim 4 into claim 
1 would make the claim indefinite. The Examiner recommended limiting claim 1 to a 
promoter that directs expression of ACC. 

The title of this application has been amended in accordance with the Examiner's 
suggestion to remove the term "novel." In addition, a substitute specification has been 
included with this amendment to make reference to sequences with respect to their SEQ 
ID NO: identifiers instead of their <400> numeric identifiers and to remove an embedded 
hyperlink. 

Substitute drawings accompany this amendment. The substitute drawings are 
clearer versions of the original drawings except that Figures 1 and 4 have been amended 
to make reference to the SEQ ID numbers associated with them. Accordingly, the 
objections to the specification and drawings should be withdrawn. 

The Examiner has objected to claims 5, 1 1-14 and 18-21 because multiple 
dependent claims 5, 18 and 19 depend from one or more other multiple dependent claims. 
Claims 5 and 19 have been amended so that they no longer depend from other multiple 
dependent claims. Claim 18 has been cancelled. 

The Examiner has objected to claims 4, 6, 7, 8, 9, 1 0 and 1 7 because these claims 
are listed with reference to identifying <400> numeric indicators instead of their SEQ ID 
NO: identifiers. Claims 4, 6, 8 and 17 have been cancelled. Claims 7, 9 and 10 have been 
amended to refer to the appropriate SEQ ID NO: identifiers. 

Claim 1 stands rejected under 35 USC 102(b) as being anticipated by Resnick. 
Claim 1 has been amended to specify that the promoter, in its native form, directs 
expression of a gene encoding ACC synthase, as specified in claim 3. Resnick does not 
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**. a promoter directs „,„ of a ^ encoding ^ ^ 
Accordingly, .his rejection of claim 1 should be withdrawn. 

Claimsl,2andl5 s tandrejectedunder35USClnmi» k ■ 
„. "«U!>C 102(b) as being anticipated by 

nattve form, directs expression of a gene encoding ACC synthase, as previonsly 
^^^^^^^^^^ 

nepomonof which is deHved from a promoter asset for, in SBQ ID N0 :3 Blume 
does no, desenbe the promoter se, forth in SEQ ,D NO,, or a promoter tha, directs 
expression of a gene encoding ACC sythase. Claim 2 has been cancelled. Accordingly 
«* reaction of claims 1 and ,5 as anticipated by Blume should be withdrawn 

Cairn iTT ' ^ ^ rejK,ed """" " '° 2(b) ^ bd " 8 * <**~ 

W expression of a gene encoding .-aminocyc.opropanc-l-carboxylic acid (ACC) 
s^aseand wherein b^,^^^^, 

Goodman ""^escHbes an emylene indncib.e promoter, no, a promoter ma, is inducible 

•nemventtonof claim,. Cairns 2 and 3 have been cancelled. Accordingly, mis 
rejection should be withdrawn. 

Cta -^.'0»" I 7s a „dre j ec,ed mi der35USC„2,secondparagraph as 
^ mdefinne for contacting me term "subs,an,ia,,y. The term "susb.ntially has been 

-ovedfromaHofmeseCms. According, this rejection should be withdraw, 

C,,ms4,6, 7 and,0s,andre j ec,ed lm der35USC,seco„dpara gra ph,asbei„g 

nden„ 1 ,ef„rreciUng,he,erms,ows«„ge„cyco„di,io„,-and.,yrb ri di Z es,o.. 
^^^^.^^^^^^ 

■nciude washing i„ 6 X SSC, 0, % w/v SDS a , as specified in a. specification for 
example, on page ,3, ,i„ es 2 5-3 1 . Accordingly, mis region should be withdraw. " 
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Claims 2 and 15 stand rejected under 35 USC, second paragraph, as being 
indefinite for reciting the term "a gene associated with" Claim 2 has been cancelled and 
this term has been removed from claim 15. Accordingly, this rejection is now moot. 

Claims 1-4, 6-8, 10 and 15-17 stand rejected under 35 USC 112, first paragraph, 
because the Examiner finds claims to "derivatives or homologues" and claims to 
nucleotide sequences having "at least 50% similarity" not adequately described in the 
specification. The claims have been amended to remove claims to "derivatives or 
homologues" and claims to nucleotide sequences having "at least 50% similarity." 
Accordingly, this rejection should be withdrawn. 

For the foregoing reasons a notice of allowance is solicited. 

Attached hereto is a marked-up version of the changes made to the specification 
and claims by the current amendment. The attached page is captioned " Version with 
markings to show changes made ". 

In the event that the transmittal letter is separated from this document and the 
Patent and Trademark Office determines that an extension and/or other relief is required, 
applicant petitions for any required relief including extensions of time and authorizes the 
Commissioner to charge the cost of such petitions and/or other fees due in connection 
with the filing of this document to Deposit Account No, 03-1952 referencing docket no. 
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Respectfully submitted, 



Dated: April 4, 2003 




Jonathan Bockman 
Registration No. 45,640 



Morrison & Foersterup 
1650 Tysons Boulevard, Suite 300 
Telephone: (703) 760-7769 
Facsimile: (703) 760-7777 



va-29596 



VERSION WITH MARKINGS TO SHOW CHANGES MADE 



IN THE SPECIFICATION 

Please replace the original specification with the enclosed substitute specification. 
A marked-up copy of the original specification showing changes is also enclosed. 

In the Claims: 

Amend claims 1, 5, 7, 9, 10, 11, 12, 13, 14, 15, 19, 20 and 21 to read as follows: 

1 . An isolated nucleic acid molecule comprising a sequence of nucleotides or 
complementary sequence of nucleotides defining a promoter or a d e rivativ e or 
homologue ther e of, wherein, in its native form, the promoter directs expression of a gene 
encoding 1-aminocyclopropane-l-carboxylic acid (ACQ synthase and wherein the 
promoter is inducible in response to physical stimulation. 

5. An The isolated nucleic acid molecule according to any one of claims 1 
and 22 to 24 te-4 comprising a nucleotide sequence substantially as set forth in SEQ ID 
NO:2 <400>3 or a nucleotid e s e qu e nc e having at l e ast 25% similarity th e r e to or a 
nucleotide sequence capable of hybridizing to SEQ ID NO:3 hybridising to <400>3 
under lew stringency conditions of hybridization and washing in 6 X SSC, 0.1% w/v SDS 
at 42°C . 

7. A An isolated promoter nucleic acid molecule defining a promoter or a 
homologue or d e rivativ e th e r e of said nucl e ic acid mol e cul e obtainable by the method of 
isolating genomic DNA from plant cells, rendering the genomic DNA or portion thereof 
single stranded and then identifying a region on the genomic DNA 
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which hybridizes to a primer corresponding to all or part of SEP IDNO:l <400>1 or a 
complementary form thereof and &e cloning DNA upstream of the region of primer 
hybridization. 

9. An The isolated promoter of claim 7 obtainable by the method of: 

(i) amplifying a region of single stranded plant genomic DNA with the 
primers <400> 4 SEO IDNO:4 and <400>5 SEP ID NO:5 ; 

(ii) optionally amplifying the amplified DNA of (i) above with primers 
selected from < 400> 6 SEP ID NP:6 and <400>7 SEP ID NP:7 or <400> 8 SEP ID 
NP:8 and <400>9 SEP ID NP:9 ; 

(iii) running amplified DNA on a gel and excising the product of 
amplification; and 

(iv) subcloning product and identifying the promoter. 

10. The isolated promoter of A nucleic acid according to claim 7_or % 9 en 
promot e r according to claim 9 comprising a nucleotide sequence substantially as set forth 

. in <400>3 SEP ID NP:3 or a nucleotide sequence having at least 35% 70% identity 
similarity thereto or a nucleotide sequence capable of hyb r idi si ng hybridizing to SEQ ID 
NP:3 under lew stringency conditions of hybridization and washing in 6 X SSC, 0.1% 
w/v SDSat42°C . 

11. A genetic construct comprising a nucl e ic acid mol e cul e d e fining a the 
promoter according to any one of claims K 5, 7, 9, 1 0 and 22 to 25 t e-4£. 

12. The A genetic construct according to of claim 1 1 further comprising a 
structural or regulatory gene operably linked to said promoter. 
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13. A method of altering a characteristic of a plant said method comprising \ 
introducing a the genetic construct according to of claim 12jnto a cell or group of cells of 
a plant and wherein said structural or regulatory gene facilitates the altering of said plant 
characteristic, regenerating a plant or plantlet from said cell or group of cells carrying 
said gen e tic construct introduced structural or regulatory gene and growing or subjecting 
said plant or plantlet to conditions sufficient to induce the promoter in said gen e tic 
c o nstru c t operablv linked to said structural or regulatory gene . 

14. The A method according to of claim 1 3 wherein the altered plant 
characteristic comprises resistance to a plant pathogen, altered nutritional characteristics, 
expression of a plantabody, an altered biochemical pathway, altered fertility and/or 
altered flower color colour. 

15. A modular promoter, said modular promoter comprising at least one 
portion which is derived from a promoter which, in its nativ e form, directs e xpr e ssion of 
a g e n e associated with e thyl e n e biosynth e sis and is inducibl e by physical stimulation, as 
set forth in SEQ ID NO:3 or a nucleotide s e qu e nc e having at l e ast 7 0 % similarity th e reto 
or a nucleotide sequence capable of hybridizing to SEQ ID:3 under stringency conditions 
of hybridization and washing in 6 X SSC, 0.1% w/v SDS at 42°C. 

19. A transgenic plant comprising a nucleic acid molecule according to any 
one of claims 1 te- 9 and 22 to 24 . 

20. A vegetative or reproductive portion of a the transgenic plant according to 
of claim 1 9. 
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A cut or severed flower from a die transgenic plant according to of claim 
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21. 

19. 



